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Abstract

P3N terminal was constructed using pCANTAB 5E vector. First, a random oligonucleotides fragment containing fif-

A phage display random fifteen-peptide library expressed in the filamentous phage tail fiber protein

teen codons was designed and synthesized. The fragment was amplified by PCR. Then, the amplified target gene
was digested by two restriction endonuclease of Sfi 1 and Not 1, and connected with pCANTAB 5E phagemid
vector. Finally, the recombinant vector was transformed into electro-competent cells of E. coli TG1. The capacity of
peptide library was up to 5 x 10°. Twenty clones were randomly selected for sequencing; the nucleotide sequence
and deduced amino acid sequences were randomized. The random fifteen-peptide library was successfully estab-
lished for screening requirements.

Key words phage display; peptide library; random fifteen-peptide

This Study was supported by the National Natural Science Foundation of China ( No. 81102899)

W5 AR B 7 4 R (phage display technology ) J2
FH Smith F 1985 4E41| &, T 20 42 90 44k J ke
KFATEN) BB o AR U 1 A
VER—FhFBHAAR, AT LORE SR 2 1 88 22 k5 B
Wi AR I, A P AMIR AR B RS T e 2 1Y
RE S R T 3 ek R -5 -4 4 11 9 i e R
AR A 25 R 0 e 2 TR RS A A SNIR AR 1 B
ZMR WRTE AR IR BORAMEN] LK M IERE P i 114

« UGFSEHE 2013-11-15
HEE&WMH A AAF A A3 A (No. 81102899)

22 IR o S B Ik e (A 1, i EL BB RSAE K
BT RG PHEATY 7 ARG SE D B A A
O3S T VI B R B T S W A 6
K, BA SRR T , B — P R AR 2R
PEAT IR RS JR 7 B A ARARE (9 T 412 2 3RAT AH
{0) 27N W s - R i) RN N INERAIERENE PN
2, s A 7 BERILIR 22 phy BE AL HES ] Y 2 4
PR LIS P 22 JUK B 7 i W AR 36 T T #4014 231 3C

“{BIS1EE  Tel:025 —83271395 E-mail : minwang@ cpu. edu. cn



H2

FARGEEE W (A SR s B AL+ T K8 (4 7 243

JES BRI TR A SRS B R
P R R, LA —Fh o TR IR b 3R A
2555 WA R B . BENLRKZE AT L) AR Y
HEBUZ A AR B R S A AR 5
T RS AL Z ] B S AR EAE A, DA S
VI Es G PURBUR R A EAE T R 520
S56 UL S AR IX SefE EEAL A SEBRIV ] , g
PR JERE R NS TR

A1 R ot A 1) Bt AL 7 JOA P 1) T 3 0 0 3 2
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L, ARSI E. coli TGL AF 2y J8 32 25 20 il 18
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M :DNA marker;1:PCR product
Figure 1 PCR amplification of DNA templates coding for random fif-
teen peptides
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M:DNA marker;1:PCR product of recombinant vector
Figure 2 PCR analysis of recombinant vector extracting from the se-

lected clones
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WHIERR R TR P 9 S R R A B IR A T3 S BINR (E RE A, (EAT A — 2 (i 22 , JL TN
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Table 1 Amino acid sequence corresponding to the selected clones nucleotide of random fifiteen peptide library

Strain Sequence

1 TCT TTG AGT CAT TTG AGT TTT TTG TGT CGG GGT CGT TTG CTT GGT
S L S H L S F L C R G R L L G

2 TGT ACG GTG AAG TAT CTG CTT GCT GTT CTT CGG TGG TGT CAT TGG
(O v K Y L L A V L R W C H W

3 TCG CTG TCG GGG ATT GTT CTG TCG TGT CTG TTG GTT GGT GTT CTG
s L s GG I vV L 8 ¢ L L V G V L

4 TAT ATG CTT CGT GTT ACT GTT ACG TGG TAT GGG TAT GTT CGT TCT
Y M L R vV T vV T W Y G Y V R S

5 CGT AGT TCG GAG GCT GGT ACG CTG TCT GCG GAT TTG TCG ACT GGT
R S S E A G T L S A D L S T G

6 TTG GCT GTT GGT ATT ATT TCT ACT CAT CTG GTG TGG CAT TGT GGT
L AV G 1 I s T H L V W H C G

7 AGG TGG TTG ATT GCG TGT CCT ATT GTG TGG CCT GTG CAT CGT GAT
R W L 1 A C P I V W P V H R D

8 CAG GTG TCG GCT GGT GTG GCT AGT CTG CAT CTG TCG AGT GAT CGT
Q V.S A G V A S L H L S8 S D R

9 ATG CTT CGG GTG CAG ATT CGT AGT GAT CGT GTG GCT GCT GAT CTG
M L R V Q I R S D R V A A D L

10 AGT GTG CGG TGG ACG CCG CGT AGT ATG GCT GAT ATG CGG GTIT ACG

S v R w T P R S M A D M R V T
11 CCT AGT GAT CAG CGG GTG TAT TCG CTG GCT TGG ATG GCT TTG CGT

P S D Q R V Y S L A W M A L R

12 ATT CGT CAG TCG TCG TCG GAG CTG GCT ACT CAG TCG CGT AGG TCG
I R Q S s S E L A T Q S R R S
13 GTG TCT GCT ATG TCG GAT GAG TCG TCG GCG TGG TCT GCG TCT ACT
vV 8§ A M S D E S S A W S A S T
14 ATG CGT CTG GAT AGG CGT TGG GCT ATT CTG TCG ATG GCT GAT ATT
M R L D R R W A I L S M A D 1
15 CGG GAT GTG TCG TTG TGT AGG GAT TCG GAT CGT TAT GCT TGT CTG
R D VvV s L € R D S D R Y A C L
16 GAT GAT GAG GTT CAT GCG AGT GGT ACT GCT GAT GCT TGT ATT TCT
D D E V H A S G T A D A C I S
17 GGT ATT TCG ACT GGT GCT ACT AGT CGT GTG CTG GTT GCT TCG TTG
G 1 s T GG A T S R V L VvV A S L
18 TCT GAG TGT GAT ACT GAG CTG CTG AGT CGT CGT TCG GAT TAT GTG
S E C D T E L L S R R S D Y V
19 GCG CAT CGT TCG GCT CAT ATG TCG GAT GGT ATG GCT CTG CTG GAT
A H R S A H M S D G M A L L D
20 TGT TGG CTG AAG CGT CAG CCT GCT GTG CTG CGG TGG TCT CAT TGG

C W L K R Q P A V L R W S H W

Table 2  Nucleotide distribution of selected clones in fifteen random 3.4 }_?fr_ /’g%
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FELABS IR 2R AR B 3% . B 1 22 R v AR X R —
ANFE AR T ELE T R AT AR Ak R AT A 0 3
NI N5 N = S 1 | I 10 -9 S
BEATL IR P22 1D P2 25 AR 2 A P 2 A et OG22 o o 55 )
PRI SCHEFR B , SCHRFHIRAE 0 P A R 110 2 2 — T
11 x10° ~ 1 x 10% cfu Z |7, A& #F 5% B A
pCANTAB 5E ZR AR -+ F KA , 52 BRI 25 34 5|
5 x10° , JEAE L Ifive Bk . H Ak 2 50 H ik
JFE R B K A B K A A K, RS . FE TR RE
PR B ZAE T, BENUIK AR, 0 A 1 | e S 1

L ALE NG R, M S SRR ALT
ALY BB A BEHL T TR, 4 J5 T e IR
BT 5 55 0 H, R 0 o 22 IR 25 W 1 O e T T
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