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Clinical metabolomics in diagnosis and therapy of coronary artery disease

YIN Kunpeng, ZHENG Hao, XIE Binxin, LI Ping, ZHANG Lei, FAN Yong, ZHU Wei, QI Lianwen "
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Abstract Metabolomics, a hot field of research of life science in recent years, is to analyze endogenous small-
molecule metabolites in biological samples for an overall understanding of the characteristics of metabolic disor-
ders. A growing number of studies have confirmed the application of metabolomics for clinical diagnosis and treat-
ment of diseases. “Metabolic fingerprint” of biological fluids can be employed for disease prevention, timely diag-
nosis, accurate treatment, prognostic assessment and drug discovery. Clinical metabolomics is to measure low-mol-
ecule-weight metabolites’ alterations of individuals in response to physiological stressors, disease processes, or
drug therapy, aiming to discover potential biomarkers and drug targets. Coronary artery disease (CAD) is charac-
terized as complex molecular events. Metabolic disturbances are involved in CAD progression. The application of
metabolomics to CAD is an emerging field. Advances in metabolomics improve our knowledge on CAD in early
diagnosis, prognostic prediction, and personalized therapy.
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