Y@ R A RS

374 Journal of China Pharmaceutical University 2020,51(3):374 - 378

INKRRNA 52 8UEIRTE X R K Hilg KN H

etk x HKTT,E2 ®
(P ERIZGRIK A B SHOR B M5 210009)

# E  ZRIKRNA(circular RNA)Z — £ 37 L IL69 LA NS ZR60AE % A RNA, 2 BB Rm e X A X R P8 A€ %
ft . ATUNERIRRNA BRI 5 B 20 izl db A FRE SR VB IESF B FOORMESD B 5 @, 4538 T HIKRRNA 5 2 B 48 R R
B % R, RIBH S R T SRR RNAAE A 2 A48 JRom B 3 5 K2 W6 R34 B A7 & 4 69 7T AR VAR 4 2 88 JRR 9 TR 35 B Ao 06 7
RABERF R 77 6]
KEBIF R RNA R B e ;2 BB ks 2 s &4
FESES R587 XHERFRER A XEHE 1000 -5048(2020)03 -0374 -05

doi: 10. 11665/. issn. 1000 —5048. 20200316

SIRAR B4, 2B, 5K 7, F  RKRNA L5 2 BAE fom % & AL R 2 AT ]. F B 254X 5 5 4% ,2020,51(3) :374 - 378.
Cite this article as: MU Jinming, LIU Yue,ZHANG Fangfang, et al. Relationship between circular RNA and type 2 diabetes and its clinical

application[J ].J China Pharm Univ,2020,51(3):374 - 378.
Relationship between circular RNA and type 2 diabetes and its clinical

application
MU Jinming, LIU Yue, ZHANG Fangfang, JIN Liang
School of Life Sciences and Technology, China Pharmaceutical University, Nanjing 210009,China

Abstract

an important role in the occurrence and development of type 2 diabetes. In this paper, the relationship between

Circular RNA (circRNA) is a novel type of non-coding RNA with covalently closed loops which plays

circRNA and type 2 diabetes in terms of the regulation of pancreatic B -cell function by circRNA and the
metabolic activity of heart, kidney and other organs is reviewed, and the possibility of circRNA as a clinical

diagnostic marker for type 2 diabetes and its complications is emphasized, hoping to provide reference and clues

for the prevention, diagnosis and treatment of type 2 diabetes.
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VIl DL 6 Fblal & 454 H : (D AF A microRNA
(1) 53 1 2R S5, R AP microRNA 19§ L [H] 4057
FCRE A 5 (2) 704 Ho 80 RNA 25 4 26 11 10 1 43 o6
TEL TR 5 25 A D RE 5 (3) 5 BE 4638 1 A B
VEHIIF B s I 5 (4) V2 B S 28 (R kil %
FORY B4k, AT 52 e 2 1 3l )% 5 (5) # 5%
B BIRE A 1 5 5 5O A M S5 44 5 (6) 1k Bl 1R 1Y
RS ™ HE AR PR RNA Z K
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R A A, AR SRR T I AR
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JUE VB S5 s BRI 3h 2 9 PR B HOF R
il ) e R o
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JRIm 0 KR e

A A OCHR AT A B 98 25 R i | 2 BB DR
R I HR 3 A 6y A PR 5 [ 3 T RE AR OG- PRk RNA
Iz 2RB T NRIRE B 40 I Be s TR 45 R S B
A MLTEPES . Stoll 4R FI RS 51 3 T 1 AE N1
Jig S B AR ARSI 2 3 441 4 FRAR RNA 558 AR, Herf
A 49T A SFEARTE /N RUBR B Th A RS B Y TRl P e 3k
FI T 412 18 RE % B4 45 R 5 B 41 i 2 E 1Y BR R
RNA FZ45 circHIPK3 Fl ¢iRS-7.

Stoll F WFFE 45 IR o , 5] IALTAH L, db/db
ANERUBE S B 4L cireHIPK3 &35 @ 3% T A,
circHIPK3 [} 3K T J& BE A% #0112 B 4N M 7E 4 4
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miR-30 f4 731 47 AT 00 16 T 38 5 16 &% ) e 4
A DG B L 2 PR ) 38, 3ok S B B PR 468 AKT (i B
HE B, protein kinase B, PKB) .MTPN ( 45 il
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