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Fig 1. Plasmid profiles in 131 strains of S. auress isolated in Nanjing in 1982

A: E.coli V157 B~V S. aureus strains; O; OC band
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Tab 1. Plasmid profiles in 131 strains of S. aureus

::;mT; No. of straims, % Strains ::::;
1 27 (20.6) 1 (0.8) 82021 P
11 (8. 4) 82047 82057 82061 82068 82075 82134 82127 82139 82010 82027 82028 Pus
1 €0.8) 82030 P
7 (5.3) 82179 82171 82168 82117 82079 82044 82158 Pu
7 (5.3) 82055 82137 82148 82150 82170 82144 8215} Ps
2 46 (35.1) 2 (1.5) 82088 82155 P)ePs
82103 82060 82077 82048 82176 82022 82014 02034 82039
33 (25.2) 82008 82138 82135 82123 82180 82108 82050 82169
82165 82161 82152 82124 82181 82090 82091 82071 PisPy
82092 82174 82177 82113 82011 82043 82041 82006
3(2.3) 82145 82146 82003 PisPy
2 (1.5) 82109 82018 PyPs
2 (1.5) 82119 82140 PsPs
3(2.3) 82066 82081 82095 P.:P,
1(0.8) 82107 PiP,
3 13 (9.9)  2(1.5) 82062 82058 PyPsP;
11 (8.4) 82121 82102 82037 82073 82036 82031 82032 82035 82110 82038 82063 PsPsPs
45  39(29.8) 1(0.8) 82132 PP;P:P:P;
2 (1.5) 82052 82115 PsP:PsP;
7 (5.3) 82106 82184 82160 82183 82085 82002 82162  P,sPyPePsP;
15 (11.5) 82154 82164 82157 82129 82101 82097 82099 82086 P.,PsPsPsP;
82144 82178 82020 82130 82125 82141 82122
2 (1.5 82143 82166 PysP1 1 PyPs
3(2.3) 82083 82033 82045  P,,PisPsPsPs
9 (6.9) 82136 82175 82054 82173 82142 82100 82040 82046 82067 P.;PyPsPs
0 6(4.6)  6(4.6) 82042 82025 82087 82093 82104 82111 (none)
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Pig 2. Plasmid profiles in E. coli V517 by LL method with
modification

A: 1 mg/ml of Lysozyme; B: 7 mg/ml of Lysozyme

B 1 mg/ml B}, $RELPTE69 BB DNA g9BAR
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Fig 3. Standard curve of plasmids in E. cas V517
LogMW = —1, 966 Log RM+8. 181, (r=—0.9940)
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Tab 2. Malecular weights of plasmids in 131 strains of S. aureus

Plasmid No. of ,, MW (Md),

designation strains 0 its y
P 3 2.3 22.2440,73 3
Pis 5 3.8  20.2940.86 4
Pu 3 2.3 19.271+0. 86 2
Pis 51 38.9 14. 88 6
P2 5 3.8 11. 58 3
Pu 33 25.2 10.224+0. 35 5
Pio 3 2.3 2.7740.01 2
Py 96 73.3 2.66+0. 06 6
Ps 18 13.7 2.5110.08 5
Pz 3 2.3 2.33£0.03 3
Pe 25 19. 1 2.1740. 05 4
P 30 22.9 1.9710.04 6
Py 3 2.3 1. 84 1
Py, . 49 37.4  1.7940.06 6
P2 12 9.2 1.69+0. 05 3
P, 1 0.8 1. 42 1

*TBE buffery 7.5 V/em; 0. 7% Agarase, Shanghai;

* Plasmid covered by chromosomal DNA band
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Detection of Staphylococcal Plasmids Involving CCC

and OC Forms

Shu Quan, Chen Xiaoying and Chen Zhiben
Buwlogical Research Centre

Studies showed that 125 of the total 131 strains of Staphylococcus aureus isolated in Nanjing contained plasmid
DNA, in which 74. 8% of the strains demonstrated at least two plasmid DNA bands in the profiles by the
LL method. Two-step agarose gel electrophoresis was employed to detect the CCC and OC plasmid DNA
bands. Molecular weights of the CCC plasmid DNA bands were estimated by comparison with those of
reference plasmids extracteed from E. coli V517 using the LL method with modification. Twenty- one
plasmid profiles in the strains of Staphylococus aureus were found, in which there were 16 CCC plasmid DNA
bands ranging from 1. 42 Md to 22. 24+0. 73 Md. The 2. 66+ 0. 06 Md plasmid DNA was detected from
73. 3% of the strains. Strains containing 14. 88 and 2. 66 4 0. 06 Md plasmids were the most encountered
(25.2%).

Key words Staphylococcus aureus; Plasmid; Agarose gel electrophoresis
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