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Fig 1. Restriction enzyme analysis of plasmid
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Fig 2. PCR analysis of transformants
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LA phage DNA/Hindll /EcoRL; 2 PCR product; 3 pCOMB3; 4 Pd ;
3 Nhelt Xbal analysis of positive plasmid( Pa& ); 6 PCR analysis of
positive plasmid( Pa )

Fig 3. Restriction enzyme analysis of plasmid
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Construction of Vector for Phage Display
WU Guo—Qiu, SHEN Z-Long
Biotechnology Center of China Pharmaceutical University, Nanjing 210009, China

ABSTRACT AIM To constructe the vector for phage display. METHODS By removing a Nhel-Xbal
cloning site, pCOM B3 was remained to be a lacZ strong promoter,a PelB lead sequence and a coat protein
genelll. In the meanwhile, 550 bp fragment which was amplified by designed two primers and using templet
of PET-28(a)" was inserted into the sites between Xhol and Spell. The phagemid was identified by the
methods of restrictive enzyme analysis, PCR and DN A sequencing after multiplied. RESULTS A 272bp
fragment was deleted by Nhel-Xbal, Restrictive enzyme analysis showed that the plasmid was cut by means
of single site of either Xhol or Spel there were no sites of Xbal or Nhel, 550bp fragment was amplified by
PCR using templet of constructed plasmid; DN A sequence was in accordance with the expected sequence.
CONCLUSION A vector with characteristics of high copy number, applicability, ease of manipulation for
phage display was successfully construction.
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